Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.004 Å; R factor = 0.044; wR factor = 0.145; data-to-parameter ratio = 13.4.
Related literature
For background to the Grignard reaction of malimide, see: Huang (2006) ; He et al. (2003) . For related structures, see: Goh et al. (2007) ; Ma & Xie (2002) .
Experimental
Crystal data C 13 H 15 NO 2 M r = 215.27 Monoclinic, P2 1 a = 7.0399 (14) Å b = 7.1795 (14) Å c = 11.817 (2) Å = 102.72 (3) V = 582.6 (2) Å 3 Z = 2 Mo K radiation = 0.08 mm À1 T = 173 K 0.3 Â 0.2 Â 0.2 mm
Data collection
Oxford Diffraction Xcalibur (Sapphire3, Gemini ultra) diffractometer Absorption correction: multi-scan (CrysAlis PRO; Oxford Diffraction, 2010) T min = 0.980, T max = 0.983 3363 measured reflections 1947 independent reflections 1811 reflections with I > 2(I) R int = 0.054 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.145 S = 1.13 1947 reflections 145 parameters 1 restraint H-atom parameters constrained Á max = 0.25 e Å À3 Á min = À0.32 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; y þ 1 2 ; Àz þ 2.
Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. supplementary materials Acta Cryst. (2013) . E69, o1136 [doi:10.1107/S1600536813016887] 1-Benzyl-5-ethyl-5-hydroxy-1H-pyrrol-2(5H)-one Yan-Jiao Gao, Yu-Huang Wang and Jian-Liang Ye Comment Using Grignard reagents as the nucleophiles allows a flexible introduction of diverse side chains at the C-2 carbonyl of malimides (Huang, 2006) . In addition, Grignard reagents are essentially strong bases, so the addition of a Grignard reagent to a malimide provided an unexpected 3-alkoxy group elimination product rac-1-benzyl-5-methyl-1Hpyrrol-2(5H)-one (He et al., 2003) . Recently a new addition-elimination product, rac-1-benzyl-5-ethyl-5-hydroxy-1Hpyrrol-2(5H)-one, was found in the Grignard addition reaction. Here we report the structure of the title compound.
In γ-lactam ring the vinyl carbon atoms remain almost coplanar with the amide moiety [r.m.s. 0.0006 Å], which are agreement with the similar compounds (Goh et al., 2007; Ma & Xie, 2002) . In the crystal, the molecules are linked by O -H···O hydrogen bonds between the hydroxyl group and the oxygen atom of the carbonyl group.
Experimental
To a stirred solution of (S)-N,O-benzyl-malimide ((S)-1-benzyl-3-(benzyloxy)pyrrolidine-2,5-dione) (2 mmol) in anhydrous CH 2 Cl 2 (20 ml) was added dropwise EtMgBr (4 mmol) in diethyl ether at -20 °C under nitrogen atmosphere.
The mixture was stirred at -20 °C for 1 h and then quenched by adding a saturated aqueous solution of NH 4 Cl. The mixture was extracted with CH 2 Cl 2 (4 × 10 ml). The combined extracts were washed with brine, dried over Na 2 SO4, concentrated under reduced pressure. The residue was purified by flash chromatography (eluent: EtOAc/PE = 1: 2; then 2: 1), provided a mixture of diastereomers (4S)-1-benzyl-4-(benzyloxy)-5-ethyl-5-hydroxypyrrolidin-2-one as major products (white crystals, yield 85%) and the title compound as minor product (colourless crystals, yield 10%). Colourless pillars of the tiltle compound were obtained by slow evaporation of a mixture of n-hexane/ethyl acetate solution.
Refinement
The hydrogen atoms were positioned geometrically, with C-H = 0.93, 0.98, 0.97 and 0.96 Å for phenyl, methine, methylene and methyl H atoms, respectively, and were included in the refinement in the riding model approximation. The displacement parameters of methyl H atoms were set to 1.5U eq (C), while those of other H atoms were set to 1.2U eq (C). In the absence of significant anomalous scattering effects the absolute structure of the chosen crystal was indeterminate. The molecular structure of the title compound showing 50% probability displacement ellipsoids. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
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